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INTRODUCTION

 Worldwide approximately 150 million people are 
affected by urinary tract infection each year.1 UTIs are 
a major cause of morbidity in children, elderly men, 
and women of all ages.2 Both gram negative and gram-
positive bacteria, as well as certain fungi, can cause 
UTIs. The most common causative agent for UTIs 
is uropathogenic Escherichia coli (UPEC).3 Klebsiella 
pneumoniae, Pseudomonas aeruginosa, Proteus mirabilis, 
Enterococcus faecalis, group B Streptococcus (GBS), 
Staphylococcus aureus and Candida spp are followed by 
E.coli for causing UTI.4

 Development of different antibiotic resistance 
mechanisms and widespread emergence by 
uropathogenic bacteria, UTIs are difficult to treat.5 
Enterobacteriaceae family members, such as E. coli 
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ABSTRACT
Objective: Identification of MBL, AmpC and ESBLs in colistin intrinsic and acquired resistant uropathogenic gram 
negative bacteria. 
Method: Urine samples were collected from Hayatabad Medical Complex, Peshawar during 17 January to 30 June 2019. 
Collected urine samples were aseptically transported microbiology lab of Health Research Institution (HRI), National 
Institute of Health (NIH), Khyber Medical College, Peshawar and streaked on different media. Positive growth was 
identified by API-10s. Antibiotic sensitivity profile was done by Modified Kirby Bauer disc diffusion method. Detection of 
metallo βlactamases (MBL) production by Imipenem EDTA synergy test, Double Disc Synergy Test (DDST) for detection 
of ESBLs and D-test for the detection of inducible AmpC beta lactamases test was used. Colistin resistance was 
identified via broth micro dilution according to CLSI manual. Colistin resistant bacteria was divided in two categories; 
acquired and intrinsic resistant bacteria according to CLSI manual.   
Results: Out of 2000 urine samples, 281(14%) gram-negative bacteria were isolated. Among positive samples, acquired 
colistin resistant bacteria were 241 and intrinsic resistant bacteria were 40 isolates. MBL was produce by twenty 
one (11.7%) E.coli and seventeen (40.5%) Pseudomonas aeruginosa. E.coli, Pseudomonas aeruginosa, Klebsiella 
Pneumoniae, Serratia Oderifora and Proteus Marblis were ESBLs producing bacteria. AmpC production was prevalent 
in fourteen (7.8%) E. coli and twelve (28.6%) Pseudomonas aeruginosa. Fifty-five samples showed resistance to colistin 
out of 241 samples. In colistin resistant bacteria, two E.coli were MBL, ESBLs, while one E.coli was ESBLs, AmpC co-
producing bacteria. The most prevalent extended drug resistant bacteria were Pseudomonas aeruginosa (28.6%) and 
Escherichia coli (6.1%), While 155(86.6%) Escherichia coli, 25 (59.5%) Pseudomonas aeruginosa and 22 (95.7%) Serratia 
Oderifora was multi drug resistant bacteria.
Conclusion: Current study concluded that ESBL, MBL AmpC enzymes and their co-expression was observed with colistin 
resistance in E.coli and Pseudomonas aeruginosa. 
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and K. pneumoniae, have both intrinsic and acquired 
plasmids encoding ESBLs genes, which are of special 
concern.6 These plasmids rapidly spread resistance 
to third generation cephalosporins as well as other 
antibiotics.5 Other Enterobacteriaceae family members 
produce the class C βlactamases (AmpC enzymes) 
that are active against cephamycin in addition to third 
generation cephalosporins, and are also resistant to 
β-lactamase inhibitors.7 The expression of AmpC 
enzymes is also associated with carbapenem resistance 
in K. pneumoniae strains lacking a 42 kDa outer 
membrane protein.8

 Treating Multi drug resistant bacteria, colistin was 
used as a last line of antibiotic for gram negative 
bacteria.9 After the detection of mcr genes on plasmid 
of gram-negative bacteria disclosed that colistin 
resistance can be horizontally transferred.10,11 ESBL, 
MBL, AmpC producing gram negative bacteria with 
mcr genes harboring by Enterobacteriaceae have been 
discovered all over the world, putting people at risk of 
having no effective antibacterial treatments.12

 The production of extended beta-lactamases (ESBL), 
metallo beta-lactamases (MBL) and AmpC enzyme 
combined with a colistin resistance in gram-negative 
bacteria has a great threat to economic burden of 
these infections. For effective treatment against 
MDR uropathogenic gram negative bacteria it is 
important that proper and continuous surveillance 
of antimicrobial resistance pattern with ESBL, MBL, 
AmpC and colistin resistance should be done in 

Pakistan. That’s why this study was designed to find 
the ESBL, MBL and AmpC in colistin acquired and 
intrinsically resistant in uropathogenic Gram Negative 
bacteria.

METHODS

 Urine samples for this cross-sectional study was 
collected from Hayatabad Medical Complex, Peshawar 
during January to June 2019. Non probability sampling 
technique was applied for sampling procedure. 
Ethical Approval: It was obtained from the institutional 
ethical review board (IREB) of HMC Peshawar with 
reference number.144/HEC/B&PSC/19, dated: 
16 January 2019. After taking permission from the 
hospital, the ethical clearance was obtained from ethical 
committee of Khyber Medical University Peshawar. 
Mid-stream urine samples were collected from 
infected patients in sterile urine collection bottles. All 
samples were aseptically transported to microbiology 
laboratory of Health Research Institution, Research 
Centre (NIH), KMC, Peshawar. Gram positive bacteria 
and fungi were excluded from present study. 
Procedure: Urine samples were streaked on Nutrient 
agar (Oxoid Limited, UK), MacConkey agar (Oxoid 
Limited, UK), EMB agar (Oxoid Limited, UK), CLED 
with android indicator (Oxoid Limited, UK) media and 
incubate it under aerobic condition at 37ºC for 24 hours 
in incubator. Gram negative bacteria was identified 
through Gram staining. The gram-negative bacteria 
were conformed through API-10s system according 
to kit procedure (bioMérieux, France). Modified Kirby 
Bauer disc diffusion method was used for antibiotic 
sensitivity and resistance testing. The bacterial growth 

Fig.1: Co-existence β-Lactamases Production 
in Sensitive, MDR and XDR bacteria.

Fig.2: A: ESBL producing bacteria, B: AmpC producing 
bacteria, C: MBL producing bacteria, 

D: ESBL producing bacteria.
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was adjusted in sterile saline water to 0.5 McFarland 
standard solutions and streaked on Muller Hinton agar 
for antibiogram. Results were interpreted according 
CLSI guideline.3,13 The identified samples were divided 
in two categories acquired and intrinsic colistin resistant 
bacteria.14 Colistin resistance of acquired bacteria was 
identified by broth microdilution according to the CLSI 
guideline.3 MDR, XDR, and PDR uropathogenic strains 
were identified as per criteria defined by CDC and 
ECDC.15

 Phenotypic detection of metallo βlactamases 
production by Imipenem EDTA synergy test: For the 
detection of MBL production bacterial growth was 
adjusted to 0.5 McFarland standard solutions and 
streaked on Muller Hinton agar with help of sterile 
swab. Place two Imipenem disc on the MHA plate and 
4 µl of 0.5M EDTA solution was added to one of them to 
obtain the desired concentration (750 μg). Incubate the 
plate at 37ºC for 24 hours. After overnight incubation, 
the inhibition zone of Imipenem and Imipenem EDTA 

discs was compared. The increase in inhibition zone 
with Imipenem EDTA disc is ≥5mm than the Imipenem 
disc alone, was considered as MBL positive.6

Double Disc Synergy Test (DDST) for detection of 
ESBLs: For phenotypic detection of ESBLs, in sterile 
saline water bacterial suspension was adjusted to 0.5 
McFarland solution. The inoculated bacterial culture 
was streaked with help of sterile swab on MHA media. 
On inoculated plate amoxicillin/clavulanic acid ((20 μg 
amoxicillin+10 μg clavulanic acid) disc was placed in 
center. Aztreonam, cefepime, cefotaxime, ceftriaxone, 
imipenem, and ceftazidime were placed around the 
amoxicillin/clavulanic acid disc). Incubate it at 37ºC 
for 24 hours. Zone of inhibition toward amoxicillin/
clavulanic acid disc or ghost inhibition zone appears 
between the central disc and any of the other antibiotics 
was considered as ESBLs positive.6 
D-test for the detection of inducible AmpC beta 
lactamases: Bacterial suspension was adjusted 
according to the 0.5 McFarland solution and streaked on 
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Table-I: Complete profile of intrinsically and colistin resistant bacteria isolated from UTI patients.

Bacterial isolates

Total 
No. of 
iso-
lates 
(281)

Sensitive 
to colistin 
bacterial 

isolates N 
(%)

Acquired 
resist-
ance

N (%)

intrinsi-
cally 

resistant
N (%)

ESBL producing 
bacteria number N 

(%)

MBL
N (%)

AmpC
N (%)

NEG POS NEG POS NEG POS

Elizabethkingia 
meningoseptica 1 NA NA 1(100) 1(100) 0 1(100) 0 0 1(100)

Enterobacter 
aerogenes 4 4 0 NA 4(100) 0 3(75) 1(25) 3(75) 1(25)

Enterobacter 
Clocaea 2 2(100) 0 NA 2(100) 0 2(100) 0 2(100) 0

Escherichia coli 179 131(73.2) 48(26.8) NA 124 
(69.3)

55 
(30.7)

158 
(88.3)

21 
(11.7)

165 
(92.2) 14(7.8)

Klebsiella oxy-
tica 2 2 0 NA 2(100) 0 2(100) 0 2(100) 0

Klebsiella pneu-
moniae 11 6(60) 4(40) NA 8(80) 2(20) 8(80) 2(20) 11(100) 0

Pantoea spp 1 NA NA 1(100) 1(100) 0 1(100) 0 1(100) 0

proteus marblis 8 NA NA 8(100) 6(75) 2(25) 8(100) 0 7(87.5) 1(12.5)

proteus spp 2 NA NA 2(100) 1(50) 1(50) 2(100) 0 2(100) 0

Pseudomonas 
aeruginosa 42 39(92) 3(7.1) NA 35 (83.3) 7( 16.7) 25 

(59.5)
17 

(40.5) 30(71.4) 12(28.6)

Serratia MARC-
ESCNS 5 NA NA 5(100) 3(60) 2(40) 4(80) 1(20) 5(100) 0

Serratia ODERI-
FORA 23 NA NA 23(100) 18(78.3) 5(21.7) 21(91.3) 2(8.7) 23(100) 0

Shigella spp. 1 1 0 NA 1(100) 0 1(100) 0 1(100) 0

NA: Not Applicable NEG: negative POS: positive
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the MHA with sterile swab. Imipenem disc was placed 
in center and place the ceftazidime and piperacillin/
tazobactam on each side. Incubate the plate at 37ºC for 24 
hours. AmpC production was considered positive if the  
D-shaped inhibition zone is observed for one of the 
disc (ceftazidime or piperacillin/tazobactam)6.
Statistical analysis: Collected data was entered in MS- 
Excel sheet and data were analyzed in SPSS version 
20(IBM corporation). Qualitative data was analyzed in 
percentage and frequency. 

RESULTS

 During the sampling period total 2000 urine samples 
were collected from symptomatic patients of UTI. 
Among them 281(14%) gram-negative bacteria were 
isolated from urine. Among 281 positive samples, 156 
(55.5%) female and 125 (44.5%) males were infected 
with uropathogenic gram negative bacteria. The 
leading uropathogenic bacteria was E.coli 179(63.7%) 
followed by other gram negative bacteria (Table-I). The 
gram-negative bacteria were divided in two groups on 
the basis of colistin resistance e.g. intrinsically resistant 
bacteria and acquired resistant bacteria. 
 Among 281 samples, 241 samples were identified 
for having ability to acquired colistin resistance and 
40 samples were intrinsic resistant bacteria. Among 
241 samples, 55 samples were colistin resistant 
bacteria identified by broth microdilution and 186 
samples were sensitive to colistin as shown in Table-I. 
Table-I indicates that 21 (11.7%) E.coli and 17 (40.5%) 

Pseudomonas aeruginosa were Metallo beta lactamases 
producing bacteria. Among ESBL producing bacteria, 
the most common was E. coli, Pseudomonas aeruginosa, 
Klebsiella Pneumoniae, Serratia Oderifora and Proteus 
Marblis isolated during the study. AmpC production 
was observed mostly in E. coli 14 (7.8%) and Pseudomonas 
aeruginosa 12 (28.6%).
 Table-II shows that 12(28.6%) Pseudomonas aeruginosa 
and 11(6.1%) Escherichia coli were XDR bacteria isolated 
from UTI patients. While 155(86.6%) Escherichia coli, 
25(59.5%) Pseudomonas aeruginosa and 22 (95.7%) 
Serratia Oderifora were MDR bacteria. ESBL, MBL and 
AmpC were co-expressed in four MDR uropathogenic 
bacteria. ESBL, MBL co-existence was found in eight 
MDR bacteria and two XDR bacteria. Eight MDR 
bacteria were producing ESBL and AmpC. MBL and 
AmpC were expressed in one MDR and two XDR 
bacteria (Fig.1).
 Three Pseudomonas aeruginosa isolates and one 
Escherichia coli showed the co-existence of ESBL.Table-III. 
MBL and AmpC. ESBL and MBL were co-produced by 
five colistin sensitive E. coli, two colistin resistant E.coli, 
one in intrinsically colistin resistant Serratia marcescns and 
one in Serratia oderifora which is also intrinsically resistant 
colistin. MBL and AmpC co-production were observed in 
three colistin sensitive Pseudomonas aeruginosa. In colistin 
sensitive bacteria, the AmpC and ESBL co-existence were 
found in five E. coli, one Pseudomonas aeruginosa, one in 
colistin resistant E.coli, and one in intrinsically resistant 
colistin Proteus marbles.

Ambreen Arif et al.

Table-II: Categories of resistance from isolated uropathogenic bacteria.

Bacteria Total number species
Sensitivity and resistance pattern

Sensitive MDR XDR

Elizabethkingia meningoseptica 1 0 1(100%) 0

Enterobacter aerogenes 4 0 3(75%) 1(25%)

ENTEROBACTER CLOCAEA 2 0 2(100%) 0

Escherichia coli 179 13(7.3%) 155(86.6%) 11(6.1%)

Klebsiella oxytica 2 0 2(100%) 0

Klebsiella pneumoniae 11 1(9.1%) 8(81.8%) 1(9.1%)

Pantoea spp 1 0 1(100%) 0

proteus marblis 8 0 7(87.5%) 1(12.5%)

proteus spp 2 0 2(100%) 0

Pseudomonas aeruginosa 42 5(11.9%) 25(59.5%) 12(28.6%)

Serratia marcescns 5 0 4(80%) 1(20%)

Serratia oderifora 23 0 22(95.7%) 1(4.3%)

Shigella spp 1 0 1(100%) 0

Spp: specie MDR: Multi drug resistance XDR: Extended drug-resistance.
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DISCUSSION

 According to present study the prevalence of UTI 
associated with gram negative bacteria was 14.05%. A 
study done in Pakistan showed that 30% prevalence of 
UTI associated with gram negative among suspected 
patients.16 In another study in Pakistan showed that 
prevalence of UTI associated with gram negative 
bacteria was 5.3%.17 In present study female were 
more infected then male, the same results were also 
documented by other studies.17,16 The leading cause of 
UTI in this study was E.coli (63.7%). The same results 
were also observed in other studies.16-18

 This study results were further divided into 
intrinsic and acquired resistant gram-negative 
bacteria. Burkholderia cepacia complex, Providencia 
spp, Serratia spp, Edwardsiella tarda, Proteus spp and 
Morganella morganii are intrinsically resistant gram 
negative bacteria.19 In present study Elizabethkingia 
meningoseptica, Pantoea spp, proteus marblis, Serratia 
marcescns, Serratia oderifora were isolated from UTI 
patients. Elizabethkingia meningoseptica and Shigella 

spp were also isolated from UTI patients from other 
studies.20,21

 E.coli, K. pneumoniae, Pseudomonas aeruginosa, 
Enterobacter, Salmonella, Shigella and Acinetobacter 
baumannii are the most common acquired resistant 
gram-negative bacteria to colistin antibiotic.22 
According to the present data colistin resistant 
bacteria such as E.coli, K. pneumoniae and Pseudomonas 
aeruginosa were isolated.
 The presence Metallo beta lactamases in 21(11.7%) 
E.coli and 17(40.5%) Pseudomonas aeruginosa were 
identified in this study. A research conducted in 
Swabi Pakistan showed that 12 (16%) E.coli isolates 
were MBL producing uropathogenic bacteria.23 A 
study done in Nepal showed that 14 uropathogenic 
gram negative isolates were showed the production 
of MBL, among which 5 (35.71%) E.coli and 4 (28.57%) 
Pseudomonas aeruginosa were MBL producer.24 
Another study results showed that 8% E.coli and 17% 
K. pneumoniae were MBL producing bacteria.6

 According to this research 74 (26.3%) gram negative 
isolates showed ESBL production, among them 

Table-III: Co-existence β-Lactamases Production in isolated uropathogenic bacteria.

ESBL+ MBL+ 
AmpC ESBL+MBL MBL+ 

AmpC
ESBL+ 
AmpC Sensitive ESBL 

only
MBL 
only

AmpC 
only

Colistin Sensitive Bacteria

Enterobacter aerogenes 0 0 0 0 2 0 1 1

Enterobacter Cloacae 0 0 0 0 2 0 0 0

Escherichia coli 1 5 0 5 78 29 8 5

Klebsiella oxytica 0 0 0 0 2 0 0 0

Klebsiella pneumoniae 0 1 0 0 5 0 1 0

Pseudomonas aeruginosa 3 0 3 1 13 3 11 5

Shigella spp. 0 0 0 0 1 0 0 0

Colistin resistant bacteria

Escherichia coli 0 2 0 1 26 12 5 2

Klebsiella pneumoniae 0 0 0 0 2 1 1 0

Pseudomonas aeruginosa 0 0 0 0 3 0 0 0

Intrinsically resistant bacteria

Elizabethkingia 
  meningoseptica 0 0 0 0 0 0 0 1

Pantoea spp 0 0 0 0 1 0 0 0

proteus marblis 0 0 0 1 6 1 0 0

proteus spp 0 0 0 0 1 1 0 0

Serratia marcescns 0 1 0 0 3 1 0 0

Serratia oderifora 0 1 0 0 17 4 1 0
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most common were E. coli, Pseudomonas aeruginosa, 
Klebsiella Pneumoniae, Serratia Oderifora and Proteus 
Marblis. These results are also comparable to the 
other studies done in Nepal.6,24 Another study done 
in Pakistan showed that 25(33.3%) uropathogenic E 
coli isolates were producing ESBL.23

 In a current research AmpC enzyme production was 
observed in 14 (7.8%) E. coli and 12 (28.6%) Pseudomonas 
aeruginosa. A study completed in Iran disclosed 
that AmpC enzyme was detected in 29 (61.7%) 
uropathogenic E coli.25 A study completed in India 
showed that 25(11.7%) E. coli and 11(17%) Klebsiella 
Pneumoniae was AmpC producing bacteria.6 ESBL, 
MBL and AmpC enzymes were co-expressed in four 
uropathogenic gram negative bacteria, predominantly 
in Pseudomonas aeruginosa (n=3). But the studies carried 
out in India showed that co-expression of ESBL, MBL 
and AmpC enzymes were most commonly in E. coli26 
and Klebsiella Pneumoniae.6 The co-production of ESBL 
and MBL were mostly observed in E. coli bacteria in 
present study.
 The prevalence of ESBL and MBL in combination 
production in other study was much higher in E. coli 
then present study.27 MBL+ AmpC co-production 
were detected mostly in Pseudomonas aeruginosa (n=3) 
in current study. In recent study of Iran showed 
that the presence of both MBL+ AmpC enzymes 
were in 18 (38.3%) uropathogenic E. coli.25 The  
co-expression of ESBL and AmpC enzymes were found 
in eight Enterobacteriaceae samples in this study. While 
study done in Sri Lanka reported much higher rate of 
ESBL and AmpC prevalence then present study.28

 Twelve colistin resistant E.coli and one colistin 
resistant K. pneumoniae were able to produce the ESBL 
enzymes according to this study finding. Finding of 
this study also revealed that five colistin resistant E. 
coli isolates and one colistin resistant K. pneumoniae 
were MBL producing bacteria. Two E.coli isolates were 
having ability to produce AmpC enzymes. A study 
completed in Nigeria finding showed that five colistin 
resistant K.pneumoniae produced ESBL and AmpC and 
three produced MBL enzymes.29 
 In our study two isolates of colistin resistant E. coli 
were able to produce the ESBL and MBL concurrently. 
While another study result was different from current 
study showed that, four ESBL and AmpC, three 
ESBL and MBL, two AmpC and MBL co-production 
were found in colistin resistant K. pneumoniae. The co 
expression of ESBL, MBL and AmpC found in three 
colistin resistant K. pneumoniae isolates.29 Co-secretion 
of these beta- lactamases enzymes in current study 
provides the idea of horizontal transfer of related 
resistance genes among same and different isolates. 
These results emphasize on continuous surveillance of 
XDR and MDR uropathogenic bacteria for appropriate 
therapy. 

Limitations: This study was limited to only UTI 
patients and conducted in one hospital of Peshawar. 

It might expand our information about the causative 
bacterial agent pattern of UTI, antibiotic resistant 
profile and most essential colistin resistance with 
other beta lactamase enzymes production, if 
samples are selected from different hospitals and 
other infections. Moreover, current study was only 
limited to phenotypic identification. Similar studies 
are required on molecular level to understand the 
possible mechanisms responsible for causing colistin 
resistance and production of different beta lactamases.

CONCLUSION

 The co-production of MBL, ESBL and Ampc enzymes 
with colistin resistance in uropathogenic bacteria in 
this study is great alarming situation for the treatment 
of UTI patients. E. coli and Pseudomonas aeruginosa 
was the leading bacteria in production of MBL, ESBL 
and AmpC enzymes co-currently. Higher number 
of multidrug resistant gram negative bacteria was 
isolated from UTI patients in this study, which further 
narrow down the treatment options. 

Acknowledgment: The authors are very grateful to the 
Khyber Medical University Peshawar for helping in this 
research. We are also very thankful to the Hayatabad 
Medical complex Peshawar facilitating in the study. 

Grant Support & Financial Disclosures: ORIC 
Department Khyber Medical University Peshawar, 
Pakistan.

Conflict of interest: None.

REFERENCES
1. Stamm WE, Norrby SR. Urinary tract infections: disease panorama 

and challenges. J Infect Dis.  2001;183:S1-S4. doi: 10.1086/318850
2. Flores-Mireles AL, Walker JN, Caparon M, Hultgren SJ. Urinary 

tract infections: epidemiology, mechanisms of infection and 
treatment options. Nat Rev Microbiol.  2015;13:269-284. doi: 
10.1038/nrmicro3432

3. Arif A, Ullah I, Ullah O, Zaman R. Identification of colistin 
resistance and its bactericidal activity against uropathogenic gram 
negative bacteria from Hayatabad Medical Complex Peshawar. 
Pak J Med Sci.  2022;38:981. doi: 10.12669/pjms.38.4.5221

4. Bullens M, de Cerqueira Melo A, Raziq S, Lee J, Khalid GG, Khan 
SN, et al. Antibiotic resistance in patients with urinary tract 
infections in Pakistan. Public Health Action.  2022;12:48-52.

5. Uddin TM, Chakraborty AJ, Khusro A, Zidan BRM, Mitra S, Emran 
TB, et al. Antibiotic resistance in microbes: History, mechanisms, 
therapeutic strategies and future prospects. J Infect Public Health.  
2021;14:1750-1766. doi: 10.1016/j.jiph.2021.10.020

6. Salvia T, Dolma KG, Dhakal OP, Khandelwal B, Singh LS. 
Phenotypic Detection of ESBL, AmpC, MBL, and Their Co-
occurrence among MDR Enterobacteriaceae Isolates. J Lab 
Physicians.  2022;14:329-335. doi: 10.1055/s-0042-1744239

7. Rehana I, Pandey A, Singh P. Plasmid-Mediated AmpC 
(pAmpC) Genotypes Among Uropathogenic Escherichia coli: 
A Hospital-Based Study From Western Uttar Pradesh. Cureus.  
2023;15(7):e41551. doi: 10.7759/cureus.41551

8. Xie Z, Huang J, Zhang S, Xu B, Zhang Q, Li B. Genomic and 
functional characterization of carbapenem-resistant Klebsiella 
pneumoniae from hospital wastewater. BMC Microbiol.  
2023;23:115. doi: 10.1186/s12866-023-02862-5

9. Li Z, Li J, Liu J, Peng Y, Li Z, Wang M, et al. High Carriage of 
Extended-Spectrum, Beta Lactamase-Producing, and Colistin-
Resistant Enterobacteriaceae in Tibetan Outpatients with Diarrhea. 
Antibiotics.  2022;11:508. doi: 10.3390/antibiotics11040508



Pak J Med Sci     July  2024    Vol. 40   No. 6      www.pjms.org.pk     1128

10. Zakaria AS, Edward EA, Mohamed NM. Genomic insights into a 
colistin-resistant uropathogenic Escherichia coli strain of O23: H4-
ST641 lineage harboring mcr-1.1 on a conjugative IncHI2 plasmid 
from Egypt. Microorganisms.  2021;9:799.

11. Liu YY, Wang Y, Walsh TR, Yi LX, Zhang R, Spencer J, et al. 
Emergence of plasmid-mediated colistin resistance mechanism 
MCR-1 in animals and human beings in China: a microbiological 
and molecular biological study. Lancet Infect Dis. 2016;16:161-168.

12. Bhusal B, Yadav B, Dawadi P, Rijal KR, Ghimire P, Banjara MR. 
Multi-drug Resistance, β-Lactamases Production, and Coexistence 
of bla NDM-1 and mcr-1 in Escherichia coli Clinical Isolates From 
a Referral Hospital in Kathmandu, Nepal. Microbiol Insights.  
2023;16:11786361231152220. doi: 10.1177/11786361231152220

13. CLSI C. Performance standards for antimicrobial susceptibility 
testing: 25th informational supplement. CLSI document M100-S25 
Clinical and Laboratory Standards Institute.  2015.

14. Kahlmeter G, Giske CG, Kirn TJ, Sharp SE. Point-counterpoint: 
differences between the European Committee on Antimicrobial 
Susceptibility Testing and Clinical and Laboratory Standards 
Institute recommendations for reporting antimicrobial 
susceptibility results. J Clin Microbiol.  2019;57(9):e01129-19. doi: 
10.1128/JCM.01129-19

15. Magiorakos A-P, Srinivasan A, Carey RB, Carmeli Y, Falagas ME, 
Giske CG, et al. Multidrug-resistant, extensively drug-resistant and 
pandrug-resistant bacteria: an international expert proposal for 
interim standard definitions for acquired resistance. Clin Microbiol 
Infect.  2012;18:268-281. doi: 10.1111/j.1469-0691.2011.03570.x

16. Muhammad A, Khan S, Ali N, Rehman M, Ali I. Prevalence and 
antibiotic susceptibility pattern of uropathogens in outpatients at a 
tertiary care hospital. New Microbes New Infect.  2020;36:100716. 
doi: 10.1016/j.nmni.2020.100716

17. Aamir AH, Raja UY, Asghar A, Mahar SA, Ghaffar T, Ahmed I, 
et al. Asymptomatic urinary tract infections and associated risk 
factors in Pakistani Muslim type 2 diabetic patients. BMC Infect 
Dis.  2021;21:1-6. doi: 10.1186/s12879-021-06106-7

18. Kumar R, Kumar R, Perswani P, Taimur M, Shah A, Shaukat F. 
Clinical and microbiological profile of urinary tract infections in 
diabetic versus non-diabetic individuals. Cureus. 2019;11.

19. Olaitan AO, Morand S, Rolain JM. Mechanisms of polymyxin 
resistance: acquired and intrinsic resistance in bacteria. Front 
Microbiol.  2014;5:643. doi: 10.3389/fmicb.2014.00643

20. Zong Z. Elizabethkingia meningoseptica as an unusual 
pathogen causing healthcare-associated bacteriuria. Intern Med.  
2014;53:1877-1879. doi: 10.2169/internalmedicine.53.2319

21. Karakaş A, Coşkun Ö, Kiliç A, Bedir O, Beşirbellioğlu BA. Urinary 
tract infections caused by Shigella species. Travel Med Infect Dis.  
2016;2:167-169. doi: 10.1016/j.tmaid.2015.12.002

22. Bialvaei AZ, Samadi Kafil H. Colistin, mechanisms and 
prevalence of resistance. Curr Med Res Opin. 2015;31:707-721. doi: 
10.1185/03007995.2015.1018989

23. Jamil J, Haroon M, Sultan A, Khan MA, Gul N, Kalsoom U. 
Prevalence, antibiotic sensitivity and phenotypic screening of 
ESBL/MBL producer E. coli strains isolated from urine; District 
Swabi, KP. Pakistan J Pak Med Assoc. 2018;68:1704-1707.

24. Shrestha A, Acharya J, Amatya J. Prevalence of ESBL and 
MBL producing gram negative uropathogens. Int J Infect Dis.  
2020;101:52.

25. Bahramian A, Khoshnood S, Hashemi N, et al. Identification of 
metallo-β-lactamases and AmpC production among Escherichia 
coli strains isolated from hemodialysis patients with urinary tract 
infection. Mol Biol Rep.  2021;48:7883-7892.

26. Oberoi L, Singh N, Sharma P, Aggarwal A. ESBL, MBL and Ampc 
β lactamases producing superbugs–Havoc in the Intensive Care 
Units of Punjab India. J Clin Diagn Res. 2013;7:70-73.

27. Ibadin EE, Omoregie R, Anogie NA, Igbarumah IO, Ogefere HO. 
Prevalence of extended spectrum Î²-lactamase, AmpC Î²-lactamase 
and metallo-Î²-lactamase among Gram negative bacilli recovered 
from clinical specimens in Benin City, Nigeria. Int J Enteric Pathog.  
2017;5:85-91.

28. Perera P, Gamage S, de Silva H, Jayatilleke SK, de Silva N, Aydin 
A, et al. Phenotypic and genotypic distribution of ESBL, AmpC 
β-lactamase and carbapenemase-producing Enterobacteriaceae 
in community acquired (CA-UTI) and hospital acquired urinary 
tract infections (HA-UTI) in Sri Lanka. J Glob Antimicrob Resist. 
2022;30:115-122. doi: 10.1016/j.jgar.2022.05.024

29. Yusuf I, Qabli S, Magashi A, et al. Detection of colistin resistant 
Klebsiella pneumonia co-producing extended spectrum, AmpC 
beta lactamase and carbapenemase in a tertiary hospital in Nigeria. 
Antimicrob Resist Infect Control. 2015;4:P129. doi: 10.1186/2047-
2994-4-S1-P129 

Author’s Contribution:

AA: Conceived, designed, did manuscript writing. 
IU: Did review and final approval of manuscript, 
responsible for integrity of research.
RZ: Did statistical analysis & editing of manuscript
AMK: Did data collection and editing of manuscript.


	_GoBack
	_GoBack
	_Hlk118049702
	_GoBack
	_GoBack
	_GoBack
	_GoBack
	_GoBack
	_GoBack
	_Hlk159623929
	_Hlk159522622
	_Hlk159522641
	_Hlk159522654
	_Hlk159522675
	_Hlk159522749
	_Hlk159523227
	_Hlk159523238
	_Hlk159523253
	_Hlk159523267
	_Hlk159523286
	_Hlk159523359
	_Hlk159523417
	_Hlk159523560
	_Hlk159523577
	_Hlk159523713
	_Hlk159523834
	_Hlk159523916
	_GoBack
	_GoBack
	_GoBack
	_GoBack
	_GoBack
	OLE_LINK1
	OLE_LINK3
	_ENREF_21
	OLE_LINK5
	_GoBack
	_GoBack
	_GoBack
	_Hlk37670211
	_Hlk61352615
	_GoBack
	_Hlk159355205
	_Hlk39966042
	_Hlk156848146
	_Hlk156851138
	_Hlk159355861
	_Hlk159355614
	_Hlk39966851
	_GoBack
	_GoBack
	_gjdgxs
	_GoBack
	_GoBack
	_GoBack
	bau2
	bau3
	bau4
	bau5
	bau6
	Type-1_diabetics_are_unable_to_produce_i
	As_many_studies_suggest_that_the_preserv
	DISCUSSION
	We_evaluated_the_prevalence_of_different
	among_98_type-1_diabetics_47_were_female
	Our_data_represented_that_antibodies_in_
	We_found_Anti-GAD_antibody_among_most_of
	Our_cohort_was_negative_for_islet_cell_a
	Recent_met_analyses_states_that_the_numb
	We_estimated_c-_peptide_levels_in_our_ta
	Limitations:_The_limitations_of_this_stu
	1._Effect_of_Associated_Autoimmune_Disea
	_GoBack
	_Hlk130588680
	_GoBack
	_ENREF_1
	_ENREF_2
	_ENREF_3
	_ENREF_4
	_ENREF_5
	_ENREF_6
	_ENREF_7
	_ENREF_8
	_ENREF_9
	_ENREF_10
	_ENREF_11
	_ENREF_12
	_ENREF_13
	_ENREF_14
	_ENREF_15
	_ENREF_16
	_ENREF_17
	_ENREF_18
	_ENREF_19
	_ENREF_20
	_ENREF_21
	_ENREF_22
	_ENREF_23
	_ENREF_24
	_ENREF_25
	_ENREF_26
	_ENREF_27
	_ENREF_28
	_ENREF_29
	_GoBack
	_Hlk71142369
	_GoBack
	_GoBack
	OLE_LINK11
	OLE_LINK46
	OLE_LINK23
	OLE_LINK1
	OLE_LINK2
	OLE_LINK28
	OLE_LINK4
	_GoBack
	_Hlk156207193
	_Hlk155280225
	_GoBack
	_GoBack
	_gjdgxs
	_30j0zll
	_GoBack
	_GoBack
	_GoBack
	_Hlk156643911
	_Hlk156643947
	_Hlk156643990
	_Hlk156644036

