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[bookmark: _GoBack]Figure 03: Mutations within PKRBD of NS5A protein were studied. Two main mutations was found at position 2309 (Ala to Ser) and 2326 (Gly to Ala). (a) Native NS5A structure with Ala at position 2309 of protein. (b) Ala is non-polar and hydrophobic than the Serine that is polar one. The primary modification at position   2309 (Ala to Ser) alters a OH group within the side chain of the mutant amino acid. The native residue (Ala) is non-polar and more hydrophobic than the mutant, which is a polar one. (c) Native NS5A structure with Gly situated at 2326 protein. (d) Mutation at location 2326 (Gly to Ala). The native Glycine is smaller and bendable than the Alanine.  It is possible that Glycine at their position to change structure easily or to make facilitate protein movement
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